|The NanoString Reporter

nCountdtM Community Newsletter P
WINTER 2010
_/

\

The National Cancer Institute (NCI) is now employing the nCounter Analysis System at two of its core labs.
The sysim is now available to all NCI researchers through the CCR DNA Sequencing Minicore laboratory at the
Bethesda facility and through the Laboratory of Molecular Technology, Advanced Technology Program of
SAIC-Frederick at NCI-Frederick.

The nCounter Analysis System was selected based on the level of multiplexed gene expression analysis it offers
with high sensitivity and without the need for enzymes, as well as its very simple workflow.

“We are excited to bring this state-of-the-art gene expression analysis technology to our cancer researchers,” said
Michael Smith, Director of Genetics and Genomics and Vice-President at SAIC-Frederick. “The nCounter Analysis
System offers a cost-effective way to validate the results from our large-scale microarray work for NCI investigators
producing a large amount of quantitative data in a short amount of time with an easy to perform protocol.”

CCR investigators have already begun using the nCounter Analysis System in various studies related to the
mechanisms involved in cancer development. These include investigations into the role of inflammation in cancer
and RNA-interference or “gene-knockdown” experiments, and studies measuring changes in gene expression in
response to drug treatment. These studies are expected to lead to a better understanding of the disease and
ultimately to more targeted treatment options.

“The nCounter Analysis System is well suited to cancer research because it is highly sensitive, has a very small
sample requirement, and can handle multiple sample types including whole blood and degraded samples,” said
Wayne Burns, Acting Chief Executive Officer of NanoString Technologies. “We are proud to be part of the portfolio
of technologies offered to scientists at this prestigious institute and look forward to supporting NCI researchers in
their mission to discover new insights about this complex disease.”
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